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(54) Title: 5* ESTs FOR SECRETED PROTEINS EXPRESSED IN TESTIS AND OTHER TISSUES 



(57) Abstract 



The sequences of 5' ESTs derived from mRNAs encoding secreted proteins are disclosed. The 5' ESTs may be to obtain cDNAs 
and genomic DNAs corresponding to the 5' ESTs. The 5' ESTs may also be used in diganostic, forensic, gene therapy, and chromosome 
mapping procedures. Upstream regulatory sequences may also be obtained using the 5' ESTs. The 5' ESTs may also be used to design 
expression vectors and secretion vectors. 
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id AA040149 
est 



(ix) FEATURE: 

(A) NAME/KEY: other 

(B) LOCATION: complement ( 2 1 5 2 69 ) 

(C) IDENTIFICATION METHOD: blastn 

(D) OTHER INFORMATION : identity 98 

region 381 . .4 35 
id AA040149 
est 



(ix) FEATURE: 

(A) NAME /KEY : other 

(B) LOCATION: complement ( 27 9 .. 327 } 

(C) IDENTIFICATION METHOD: blastn 

(D) OTHER INFORMATION: identity 100 

region 321 . . 369 
id AA040149 
est 



(ix) FEATURE: 

(A) NAME/KEY: sig_peptide 

(B) LOCATION: 57 . . 329 

(C) IDENTIFICATION METHOD: Von. Heijne matrix 

(D) OTHER INFORMATION: score 4.8 

seq IILRLPWLNRSQT/VV 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 242: 



ACGCTTCGTC CTCTGCAGTC AAGACGCTGG GCGCGTCGAG GACTGGGATT TCAAAT ATG 59 

Met 



CGT GCA TTA 
Arg Ala Leu 
-90 

CGG TTT GGT 
Arg Phe Gly 



GAA AC A AAT 
Glu Thr Asn 

ATA AAG GAT 
lie Lys Asp 
-40 

GTC ATG TAG 
Val Mel Tyr 
-25 

AG A TTG CCT 

Arg Leu Pro 
- I j 

GCT TTT CTT 

Ala Pr.e Leu 



GAG AAT GAT 
Glu Asn Asp 
-85 

GGA ACT GTG 
Gly Thr Val 
-70 

GAC TTT GAG 
Asp Phe Glu 
-55 

GAC CAG ATC 
Asp Gin lie 



TTG ACA AAA 
Leu Thr Lys 



TGG TTG AAT 
Trp Leu Asn 
-5 

GGT AAT CTT 

Iv Asn Leu 
10 



TTT TTC AAT 
Phe Phe Asn 



ACA GAA GTC 
Thr Glu Val 



TTG TTG AAG 
Leu Leu Lys 
-50 

ATC AAC TGG 
lie Asn Trp 
-35 

GAC TTT GAG 
Asp Phe Glu 
-20 

AGA AGT CAA 
Arg Ser Gin 



GTA TCA GCA 
Val Ser Ala 
1 5 



TCT CCC CCA 

Ser Pro Pro 
-30 

TTG CTG AAG 

Leu Leu Lys 
-65 

AAC CAG CTG 

Asn Gin Leu 



CTG CTA GAA 

Leu Leu Glu 



CAA CTT ATC 
Gin Leu lie 
-15 

ACA GTA GTG 
Thr Val Val 



GAG ACT GTT 
Glu T'r.r Val 



AGA AAA ACT 
Arg Lys Thr 



TAG AAA AAG 
Tyr Lys Lys 
-60 

TTA GAT CCA 
Leu Asp Pro 
-45 

TTC CGT TCT 
Phe Arg Ser 
-30 

AGT ATT ATA 

Ser lie lie 



GAA GAG TAT 
Glu Glu Tyr 



TTC CTC AGA 

Phe Leu Arg 
20 



GTT 107 

Val 

-75 

GGT 155 
Gly 



GAC 203 
Asp 



TCT 251 
Ser 



TTG 299 
Leu 



TTG 347 
Leu 



CCG 395 
Pro 



WO 99/06549 



202 



PCT/IB98/01231 



TGT CTC AGC ATG ATT GCT TCC CAT TTT GWG CCT CCC GAG CTG 4 37 

Cys Leu Ser Met lie Ala Ser His Phe Xaa Pro Pro Glu Leu 
25 30 35 



(2) INFORMATION FOR SEQ ID NO: 243: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 24 4 base pairs 

(B) TYPE: NUCLEIC ACID 

(C) STRANDEDNESS : DOUBLE 
<D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: CDNA 

(vii ORIGINAL SOURCE: 

(A) ORGANISM: Homo Sapiens 
(F) TISSUE TYPE: Spleen 

(ix) FEATURE: 

(A) NAME/KEY: other 

(B) LOCATION: 54.. 242 

(C) IDENTIFICATION METHOD: blastn 

(D) OTHER INFORMATION: identity 97 

region 12. .200 
id R19497 
est 

(ix) FEATURE: 

(A) NAME /KEY : other 
(3) LOCATION: 78.. 242 

(C) IDENTIFICATION METHOD: blastn 

(D) OTHER INFORMATION: identity 98 

region 1 . .16 5 
id H75597 
est 

(ix) FEATURE: 

(A) NAME /KEY : other 
(3) LOCATION: 84.-242 

(C) IDENTIFICATION METHOD: blastn 

(D) OTHER INFORMATION: identity 98 

region 1 . .159 
id H93398 
est 

(ix) FEATURE: 

(A) NAME/KEY: other 
(3) LOCATION: 122.. 243 

(C) IDENTIFICATION METHOD: blastn 

(D) OTHER INFORMATION: identity 100 

region 1 . . 122 
id HUM030E11B 
est 

(ix) FEATURE: 

(A) NAME /KEY: sig_peptide 
(31 LOCATION : 74 . . 166 

[Z\ IDENTIFICATION METHOD: Von Heijne matrix 



